EpiGe QuantStudio6 Flex Real time Configuration Protocol

1. Select the Genotyping experiment type:

What type of experiment do you want to set up?
[ Quantitation - Standard Curve ] [ Quantitation - Relative Standard Curve ] [ Quantitation - Comparative Ct (AACT) ]
[ Melt Curve ] [ -/ Genotyping ] [ Presence/Absence ]
Detect single nucleotide polymorphism variants of a target nucleic acid sequence in samples.
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3. Edit the SNP Assays:
a. Assign to the SNP Assays the following names: ¢g18849583,

€g01268345, cg10333416, cg12925355, cg25542041, cg02227036.
b. Assign FAM reporter for the Methylated allele (Allele 1), and assign VIC
reporter for the alternate Unmethylated allele (Allele 2). Both allele use

the NFQ Quencher.

& Edit SNP Assay

SNP Assay Name: [Se(Upaivsls Color . v Assay ID:

Gene Symbol: Gene Name

NCBI SNP Reference: Context Sequence:

Allele 1 Name or Base(s). Allele 1_Methylated color: [l v Reporter: FAM v Quencher: NFQ-M.. w

Allele 2 Name or Base(s). Allele 2_Unmethylated color: v Reporter: VIC ¥ Quencher: NFOQ-M.. w

Comments:
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4. Assign the following task to the samples:

a. Allele 1 Homozygous (1/1): Methylated synthetic control.
b. Allele 2 Homozygous (2/2): Unmethylated synthetic control.
c. NTC (N): To the wells without sample.
d. Unknown (U): To the samples of interest.
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5. Assign names to the samples

= Samples
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Sample Name

B co01268345_Unmethylated
cgD2227036_Methylated
cg02227036_Unmethylated
cg10333416_Methylated

cg10333416_Unmethylated

6. Exportation of Results

a. File Type (*.txt)

b. Select all contents
i. Sample Setup
Raw Data
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V.
Vi.
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& QuantStudio™ Design & Analysis Software v1.5.1

File  Edit  Analysis Tools Help

Properties Method Plate Run Results Export
Export [ Auto Export Export O; Save
File Name VE0_EpiGe Content
Sample Setup
File Type QuantStudio Raw Data
Amplification Data
) (.xt)
Multicomp: Data
: Results
Location DiUsers\INSTR-USER\experiments Browse...

Open exported files when complete

(for manual export only)

Reagent Information
Customize Customize what is exported within each item above
Options

(®) Unify the above content into one file

(O split the above content items into individual files



